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In this study, we reported in a paper §Akasu—Nagayoshi et al., Cancer Sci,
2022) that suppression of XPR1 expression in ovarian clear cell carcinoma (0CCC) cells significantly
inhibits their proliferation. Furthermore, we found that OCCC cells with constitutively suppressed
XPR1 expression exhibit a marked reduction in tumorigenicity when transplanted into immunodeficient

mice. In addition, we investigated the molecular mechanism of cell death induction by XPR1
inhibition and revealed that inhibiting XPR1 increases intracellular phosphorus levels, enhances
oxidative stress, and activates the NFkB signaling pathway. Moreover, we conducted a metabolomic
analysis upon suppression of XPR1 expression in OCCC cells and found a significant increase in the
metabolites of specific signaling pathways important for oxidative stress response.
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