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In this study, we identified that the liquid-liquid phase separation of
P-bodies is regulated by the phosphorylation enzyme mTORC1. Results from ribosome profiling and
proteome analysis revealed that mTORC1 promotes the translation of mRNAs localized in P-bodies.
While it was previously known that mTORC1 controls translation by targeting ribosomal proteins, the
regulation discovered in this study targets different mRNAs and is independent of the known
signaling pathways. Although P-bodies have been known to function in translational repression, our
research indicates that the formation of P-bodies functions to promote the translation of specific
groups of mRNAs.
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