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Construction of DNA Methylation Markers for ligid biopsy of Pancreatic Cancer.

Yokoyama, Seiya
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To overcome the bottlenecks of traditional methylation-specific
electrophoresis, we developed a bisulfite amplicon sequencing (BSAS) panel using NGS. This panel
enabled DNA methylation analysis in FFPE, LBC, and frozen samples, proving effective for predicting
pancreatic cancer malignancy. Additionally, methylation analysis of the MUC1 promoter region was
confirmed to be a useful prognostic indicator for pancreaticobiliary cancers.
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