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Elucidation of relapse type-dependent ctDNA dynamics on multiple tumor origins
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This study was initiated for elucidating the clinical validity of
circulating tumor DNA (ctDNA). In our laboratory, the ctDNA monitoring system has been established
by primary sequencing followed by the ctDNA monitoring using originally developed digital PCR (dPCR)

primer/probe library. A two-year observation for enrolled 314 patients was completed on May 2023.
Total time points for ctDNA monitoring is 2,500. Panel sequencing of primary samples has completed
for 314 cases whereas dPCR for ctDNA analysis has carried out for 218 cases. Ninety-six per cent of
clinical data input during cancer therapy were completed whereas 1,500 imaging data from CT/MRI were

obtained as a categorical format. Upon finalizing data integration, dynamics of ctDNA monitoring
will be analyzed in views across organs, drugs, genes, and types of relapse formation.
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