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The aim of this study was to examine the relationship between blood
concentrations of antipsychotics and drug metabolizing enzyme genotypes, and to establish a basis
for predicting individual optimal doses of antipsychotics. We measured the blood concentrations of
clozapine and norclozapine in patients with schizophrenia and conducted association analyses between

these concentrations and drug metabolizing enzyme genotypes and single nucleotide polymorphisms
(SNPs). The results showed no significant associations between drug metabolizing enzyme genotypes or
SNPs and clozapine blood concentrations, norclozapine blood concentrations, or the
clozapine/norclozapine concentration ratio. However, it cannot be ruled out that this result may be
due to low detection power caused by insufficient sample size. Therefore, further analyses with an
expanded sample size are necessary.
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