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Transposon analysis of the brains of schizophrenia patients with long-read RNA
sequencing
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We have previously shown that LINE-1 sequences, a type of retrotransposon,
are inserted in the neuronal genome of patients with schizophrenia in the vicinity of genes
important for neuronal function and structure. To validate these data at the RNA level, we developed

a technique to detect novel LINE-1 insertions in human brain RNA long sequence data. Using the
frontal lobes of three patients with schizophrenia, we performed RNA-seq on a PacBio sequencer to
detect novel LINE-1 insertions in RNA and LINE-1-inserted transcripts in several genes involved in
neural functions.
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