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Elucidation of the function of transcription factor, IRX1, in erythropoesis
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i i i IRX1 mutations were found in a large scale genetic analysis of myeloid
leukemia-associated with Down syndrome (ML-DS). However, IRX1 was not known to be associated with
hematopoietic differentiation or cancer development; therefore, functional analysis of IRX1 was

performed in this study.
This study demonstrated that IRX1 is involved in cell proliferation and erythroid/ megakaryocyte
differentiation, and that IRX1 acts as a tumor suppressor in ML-DS by suppressing the MYC signaling

pathway .
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