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Identifying drug targets for neuropsychiatric and neurodevelopmental disorders
via brain transcriptome
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Chromosome 1g21.1 is a region containing approximately 1 Mb and 8 genes, and

has been reported to be associated with schizophrenia, attention deficit hyperactivity disorder
(ADHD), and autism. In this study, we generated human embryonic stem (ES) cells with a deletion of
1g21.1 (1921.1del) and a duplication of 1921.1 (1g21.1dup) as disease models of this chromosomal
region and analyzed their phenotypes. dup cells showed a tendency toward anti-neuronal
differentiation, i.e., a strong retention of stem cell characteristics. In addition,
electrophysiological characteristics of these showed a marked increase in spike and burst frequency
in both types of neurons compared to control cells.
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