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The mechanism of pulmonary arteriovenous fistula in the Fontan circulation

Kawamura, Junpei
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Serum miRNAs that showed more than 2-fold higher levels in post-Glenn
patients with pulmonary arteriovenous fistula (G-PAVM patients) than in other patients were
selected. miR-25-3p was significantly upregulated in pulmonary artery serum in the post-Glenn group
than in the other two groups (untreated cyanotic heart disease group and post-Fontan group). In
vitro experiments in HMVEC-L transfected with miR-25-3p mimic showed that the expression of PHLPP2
was significantly decreased and the expression levels of HIF-1a and VEGF-A were significantly
decreased after hypoxic stimulation in a PHLPP2/Akt/mTOR signaling-dependent manner increased,
promoting angiogenesis, proliferation, and migration of HMVEC-L under hypoxic conditions.
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