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Plasticity of host immune mechanisms and intestinal microbiota to be exposed to
optimize fecal microbiota transplantation

Matsuura, Minoru
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We employed germ-free (GF) mice early in life (4 weeks of age) and later in
life (10 weeks of age) for fecal microbiota transfer (FMT) from specific pathogen-free (SPF) mice.
We performed age-unmatched FMT between recipients early in life and donors early or later in life,
in addition to common age-matched FMT. Age-matched FMT resulted in significantly different bacterial

compositions between recipients early vs. later in life. Age-unmatched FMT revealed that bacterial
compositions of recipients from donors later in life were similar to those of recipients from donors
early in life. Correlation analysis demonstrated that genera Lachnospiraceae NK4A136 group and
Roseburia were positively correlated to genes expressed predominantly early in life. The
characteristic gene expression of the intestinal mucosa early in life might contribute to select
specific bacteria in the intestinal microbiome early in life.
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