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Mechanisms of severe induction of aberrant DNA methylation by the shift from
innate to acquired immunity

Takeshima, Hideyuki
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DNA methylation in 10 gastric mucosa samples with nodular gastritis and 13
gastric mucosa samples with atrophic gastritis was analyzed in genome-wide manner, and the cluster
analysis was conducted. Six of the 10 samples with nodular gastritis formed a cluster with strong
methylation, and 66 genes showed higher methylation levels in samples with nodular gastritis
(increased methylation level: 10% or more). Tumor-suppressor genes, such as CDH1 and DAPK1, were
more highly methylated in samples with nodular gastritis. In addition, TET2 and IDH1, which are
involved in DNA demethylation, had only half the expression in samples with nodular gastritis.
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Low-dose DNA demethylating therapy induces reprogramming of diverse cancer-related pathways at the single-cell level.
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