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The clinical apﬁlications of long non-coding RNA and extracellular vesicles to
diagnosis and therapy for pancreatic cancer
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There is a strong need for reliable biomarkers for early diagnosis for
pancreatic ductal adenocarcinoma (PDAC). Some RNAs are carried within extracellular vesicles (EVs),
and EV-encapsulated RNAs in blood have been utilized as a biomarker. We identified highly expressed
IncRNAs (LINC02280, HEVEPA) in EVs derived from patients with PDAC. In vitro and vivo studies,
LINC02280 could promote tumor cell invasion and migration through induction of
epithelial-mesenchymal transition (EMT) pathway whereas HEVEPA could inhibit apoptosis in PDAC
cells. In serum EVs, the expression levels of LINC02280 and HEVEPA were highly expressed in PDAC
patients compared to healthy individuals and intraductal papillary mucinous neoplasms (IPMNs)
patients. A combination of EV IncRNAs showed good performance in predicting PDAC diagnosis.
Detecting those candidate RNAs and establishing EV RNA panel would have a potential to improve the
diagnostic accuracy for early stage of PDAC.
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