©
2021 2023

The construction of new risk model for esophageal squamous cell carcinoma
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The study aimed to examine the clinicopathological and genomic
characterizations of ESCCs developed from female who do not have habits of drinking and smoking.
Older non-drinker non-smoker females with RE and less multiple LVLs were more likely to develop
longitudinal protruded/flat ESCC with keratinization of the posterior wall of the mid-thoracic
esophagus, and were genetically characterized by more CDKN2A mutations and fewer KMT2D mutations.
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2 o 17 B42 Genomic landscape of female ESCCs
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