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Trans-Omics approach to understand the pathogenesis of H. pylori infected and
uninfected gastric cancer.

Matsumoto, Takashi
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This study isolated and identified a novel bacterium involved in gastric
cancer pathogenesis by a mechanism distinct from Helicobacter pylori (H. pylori). Using gastric
organoids, which more closely mimic the in vivo environment, it was further shown that this
bacterium induces DNA double-strand breaks, which trigger gastric cancer pathogenesis, via the
induction of reactive oxygen species and also suppresses the DNA damage response pathway. It has
also been suggested that the differences in the attachment mechanism due to the genotype of the
outer membrane protein of H. pylori affect the mucosal environment of the stomach and influence the
colonization and composition of other bacterial flora that may be involved in the pathogenesis of
gastric and duodenal diseases.
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