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Long non-coding RNA LINCO0460 has been reported to be associated with
epithelial-mesenchymal transition and promotion of tumor motility in lung cancer, and we evaluated
LINCO0460 expression in 54 samples (RNA extracted from tumor tissues in 30 cases and plasma-free RNA

in 24 cases) obtained from lung cancer patients with EGFR mutation. In examining 30 cases from
which tumor tissues were extracted and 24 cases from which plasma cell-free RNA was extracted, we
found that LINCO0460 expression was not significantly correlated with clinical stage, and that
patients with high LINCO0460 expression tended to have a lower therapeutic effect of osimertinib and
a shorter prognosis compared to those with low LINCO0460 expression.
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