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Deep phenotype study for precision skin care in atopic dermatitis
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Deep phenotype

Based on the analysis of skin characteristics and barrier parameters of

patients with atopic dermatitis, the skin barrier status of atopic dermatitis was broadly classified
into three clusters and associated with the skin flora pattern. Each cluster was then associated
with an animal model. One of the animal models, the MC903 application model, was used to investigate
the possibility of skin care using indigenous bacteria identified from the skin flora of atopic
dermatitis patients treated with bleach bath therapy (bath containing 0.005% sodium hypochlorite)
and a significant anti-inflammatory effect was observed. These results provide proof of concept for
a new method of skin care using indigenous skin bacteria in addition to conventional skin care with
moisturizers and protective agents.
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