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Elucidating the mechanisms of clonal evolution of myeloid neoplasms with
germline predisposition
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In this stud¥, we investigated the molecular mechanisms underlying the
clonal selection of hematopoietic cells harboring DDX41 germline/somatic mutations, which were
previously identified through genetic analysis of late-onset familial and sporadic myeloid
neoplasms. We generated Ddx41 mutant mouse models and examined the molecular pathogenesis using
methodology including single-cell and omics analysis. Through this, we have elucidated the
cell-autonomous/non-autonomous molecular pathogenesis induced by the Ddx41 mutations. Furthermore,
we investigated the potential for identifying new therapeutic targets based on our discoveries.
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