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Elucidating the Epigenetic Regulation of Hematopoietic Stem Cells through
Chromatin Remodeling
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i _ This study revealed that BRM prepares hematopoietic stem cells by opening
the chromatin of genes involved in the activation and function of immune cells, particularly

macrophages, dendritic cells, and neutrophils, even before differentiation. When an infection_
occurs, these genes are quickly expressed, enabling the hematopoietic stem cells to differentiate
into immune cells and subsequently activate them to induce an immune response.
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Chromatin remodeling factors BRM and BRG1 regulate the rapid immune response in hematopoietic cells.
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Chromatin remodeling factor BRM maintains hematopoietic stem cells via the bone marrow microenvironment niche.

20

2023




Chromatin remodeling factors BRM and BRG1 regulate the rapid immune response in hematopoietic cells.
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Chromatin remodeling factor BRM regulates hematopoietic stem cell senescence through the bone marrow microenvironment.
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Chromatin remodeling factor BRM maintains hematopoietic stem cells via the bone marrow microenvironment niche.
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