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Pathophysiology analysis of 1gG4-related disease using single-cell RNA sequence
on affected tissue

Ikeda, Kei
3,200,000
1gG4 1gG4-RD
RNAseq 1gG4-RD
XV COL15A1 COL15A1
XV 1gG4-RD
XV 1gG4-RD XV
1gG4-RD
19G4 1gG4
19G4

We performed single-cell RNA sequence (SscRNAseq) on non-immune cells of
submandibular glands from 1gG4-related disease (1gG4-RD) and control patients and identified
clusters including fibroblasts. The expression of collagen type XV gene (COL15A1) was increased in
1gG4-RD and COL15Al1-positive fibroblasts showed a distinct gene-expression profile. The serum
collagen type XV was elevated in active 1gG4-RD patients and decreased after treatment.These results

indicate that collagen type XV expressing fibroblasts represent a disease-characterizing non-immune
cell population in 1gG4-RD and hold potential as a disease-monitoring marker.
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