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Searching and identification of transcripts contributing to the intracellular
entry, colonization, and antimicrobial resistance in Streptococcus canis.
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Companion animals (dogs/cats) and humans are Iivin? closely. Additionally,

medical institutes are introducing animal-assisted therapy as a mental health support for hospital
ﬁatients. However, there are the concerns about transmission of pathogens between dogs/cats and
umans.

The purpose of this study was to specify the mechanisms about invasions, colonization, antimicrobial
resistance, and virulence based on the genomes/transcripts in a zoonotic bacterium, Streptococcus
canis strains.

The S. canis strains possessed the mechanisms regarding invasions, colonization, antimicrobial
resistance, and virulence, which were similar with those in other streptococci (e.g., S. pyogenes).

We should conduct the future analyses to clarify these mechanisms.
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