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We investigated a covalent DNA aptamer targeting CA19-9, but the
heterogeneity of the carbohydrate antigen made it difficult to investigate. Therefore, we targeted
the MUC1 variant (MUC1/Y), confirmed its expression in pancreatic cancer cells, and used the
previously reported MUC1/Y aptamer (S11b). S11b showed uptake in response to MUCL/Y expression.
Next, we constructed a DNA aptamer-siRNA that combined S11b and siRNA to suppress K-ras, but it did
not show sufficient effects. Considering the possibility that the unmodified aptamer was digested by

nuclease and its effect was unstable, we tried various modifications. However, covalent
modification itself could not be confirmed, and PS modification showed nonspecific effects.
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