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We determined the target methylated CpG site cgl7698295 (gene symbol: OPLAH)
by comprehensive DNA methylation analysis using tissue samples from patients with ulcerative
colitis and sporadic colorectal cancer. The CpG site is cancer-specific, time- and
location-dependent, and reflects the concept of epigenetic drift and field effect, which are
considered to be genetic or epigenetic mutations that predispose to carcinogenesis. The evaluation
of the methylation level in the noncancerous rectal mucosa of patients with ulcerative colitis from
our collection of samples clarified the usefulness of the methylation level in differentiating
between cases with and without cancer, and was validated reproducibly in a multicenter preclinical
study.
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