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Integrative proteomic analysis of PDX models to develop targeted therapies for
sarcoma
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Effective chemotherapies for the rare bone and soft tissue sarcoma are
extremely limited and there is an urgent need to develop innovative therapies. In this study, we
will develop patient-derived xenograft (PDX) models of bone and soft tissue sarcoma and a
comprehensive multi-omics analysis of PDX tumors will be performed, including cell surfaceome and
phosphoproteome analysis that focus on the identification of activated signalling pathways. In
addition, a genome-wide functional screen will be performed using bone and soft tissue sarcoma cell
lines with the CRISPR-Cas9 system. This will help elucidate the molecular mechanisms of bone and
soft tissue sarcomas and identify a set of cell surface molecules as innovative therapeutic targets
to overcome bone and soft tissue sarcomas.
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In-depth proteomic analysis of cancer models
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