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Exploring novel therapeutic strategies for treatment-resistant bladder cancer
using miRNAs iIn exosomes as a starting point
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As a result of this study, we performed RNA sequencing analysis using
patient-derived bladder urothelial carcinoma (n=3), bladder cancer CIS (n=3), and renal pelvis
ureteral urothelial carcinoma (n=3) serum exosomal RNAs and confirmed that the aspect of
exosome-containing nucleic acids was completely different in urothelial carcinoma compared with
normal samples. Next, we focused on BYCRN1, one of the LncRNAs among the candidate nucleic acids,
and investigated its expression in serum exosomal RNA, and found that its expression was
significantly increased in patients with urothelial carcinoma compared to healthy controls.
Furthermore, knockdown of BYCRN1 showed an antitumor effect, and when expression was examined in
p;e— and postoperative samples, expression decreased after surgery. These results are summarized in
the paper.
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