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Roles of tissue degenerative tansscriptional reprogramming in the evolution of
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The mechanism by which YAP1 induces the onset and evolution of head and
neck cancer was investigated and several novel findings were elucidated as follows. YAP1 activity
(protein expression and super enhancer formation) significantly worsen the prognosis of patients.2.
YAPl-associated super enhancer and IL6 form a feed forward loop. 3.PITX2 was identified as a novel
partner transcription factor of YAP1.4_YAP1/ PITX2 super enhancer promotes lymph node metastasis
through epithelial-mesenchymal transition
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