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Identification and functional analysis of genes suppressing the onset of
age-related hearing loss in the Japanese wild-derived inbred MSM/Ms mice
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Our previous studies have shown that a gene locus that suppresses the onset
of age-related hearing loss (ARHL) is located on approximately 10 Mb of centromeric region of the
chromosome 12 of Japanese wild derived MSM/Ms mice. This study showed that there are at least two
genes, suppressing the onset of ARHL, in this region. One of gene is within 23 genes in the first
half and the other gene is within 13 genes in the second half. Each of these genes was shown to work
additively with the cadherin 23 gene to suppress onset of ARHL. Analysis of the Tg mice narrowed

the candidate suppressor genes down to five genes, but unfortunately did not lead to the
identification of the genes.
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