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Pathogenic pathway analysis in normal tension glaucoma using genome data
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Genetic factors are thought to be involved in the pathogenesis of normal
tension glaucoma (NTG). Although many susceptibility genes for NTG have been identified, the
complete mechanisms of NTG pathogenesis remain to be elucidated. In this study, we performed a
pathway analysis of NTG pathogenesis based on the information from genetic studies reported so far
and found the pathogenic mechanism of NTG involving susceptibility genes of NTG.
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