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Establishment of chorioallantoic membrane assay using oral cancer cells with
high metastatic ability and identification of therapeutic target molecules
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Appropriate cancer cell models and animal experimental models that mimic
cancer progression are required to analyze the metastasis of oral cancer cells, which occurs through
complex steps. In this study, gene expression analysis was performed using HSC-3 cells and HSC-3-M3
cells and several genes related to prognosis were identified. In addition, chorioallantoic membrane
assay was established as an animal experimental model. The tumors at the transplanted site could be
histologically analyzed in detail using HE staining and immunohistochemical staining, and we have
established the inexpensive and rapid analysis for gene expression and function.
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