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Conditional medium (CM) obtained from gingival epithelial cells,
cementoblasts, and periodontal ligament fibroblasts was used to analyze the marker genes expressions
involved in intracellular interactions related to the maintenance of homeostasis in gingival
junctional epithelium and their signaling.

When CM obtained from cementoblasts and periodontal ligament fibroblasts was applied to gingival
epithelial cells for 48 hours, respectively, the expression of the gingival epithelial-specific
genes Amtn, LamP 3 and FDC-SP increased. The results of the DNA microarray showed that the signaling

of SOCS3, JAK2 and SOD2 was involved in these effects.
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