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Novel treatment strategy against oral potential malignant disorders by suveiling
the mutation of the driver gene(s)
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We performed mutation analysis of the driver genes in the representative
OPMDs, OLP and OLK. Although we detected missense mutation of NOTCH1, PIK3CA, HRAS, and/or nonsense
mutation of TP53 in 4 out of 14 cases (28.6%) in OLKs, the mutational cases were not recognized by
the histopathological examinations. On the other hands, we detected missense mutation of TP53 in 1
out of 27 cases in OLPs, whereas this case advanced to epithelial dysplasia during the observation
period. These results suggested that surveillance of the driver gene mutation could be a novel
treatment strategy for the determination of early dissection or stringent observation in OPMDs.
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