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Comprehensive analysis of epigenomic aberrant genes in oral cancer and
verification of tumor suppressive effect by epigenomic drugs.

NAGAYASU, Hiroki
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In this study, we investigated the inhibitorﬁ effects of the DNA
demethylating agent Zebularine (Zebu) and the histone deacetylase inhibitor Valproic acid (Vpa) on
oral tumors. RNA sequencing of the tongue squamous cell carcinoma cell line HSC4 treated with Zebu
and Vpa revealed CNTN4 among the top expressed genes. For the tumor suppressor genes pl6, p21,
RASSF1, NPY, and CNTN4, increased mRNA expression, decreased DNA methylation rates, and reduced HDAC
activity were observed. In HSC4-transplanted mice treated with Zebu and Vpa, the tumor size
inhibition, increased mRNA expression and decreased DNA methylation rates of tumor suppressor genes
were observed. The effects of DNA demethylation and HDAC activity reduction may contribute to the
increased mRNA expression of tumor suppressor genes.
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Tumor inhibitory effect of epigenetic agents on oral squamous cell carcinoma.
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