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Analysis of data from 102 community-dwelling older participants showed that
the oral frailty group, which had a combined decline in oral function, had a significantly lower

component of the Bacteroidota than the group without oral frailty. The results of multiple
regression analysis also showed that the presence of oral frailty was significantly associated with
a lower component of the Bacteroidota (B = -2.62, 95% confidence interval -6.2 to -0.86). Our
results indicate that in old age, poor oral function may contribute to the composition of the

Bacteroidota, which is the most dominant group of intestinal bacteria and is thought to influence
intestinal immunity.
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(n=29) (n=12) (n=17)

Mean SD Mean SD Mean SD P-value

28.1 2.0 28.5 1.6 27.9 2.2 0.647 b

28.8 1.8 28.9 1.3 28.8 2.0 0.904 a

(N 1068.8 545.2 1227.8 607.1 956.6 484.2 0.192 a

(kPa) 42.0 7.4 44.7 7.0 40.2 7.3 0.106 a

26.1 2.6 27.2 2.0 25.2 2.6 0.073 b

ODK /Pa/ 6.9 0.8 6.6 0.8 7.2 0.6 0.030 b
ODK /Ta/ 7.3 0.8 7.1 0.7 7.5 0.8 0.107 a
ODK /Ka/ 6.5 0.8 6.0 0.7 6.8 0.6 0.001 b

a: Unpaired t-test, b:Mann-Whitney U test
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0.291 0.157 0.263 | -0.174 | 0.209 | -0.303 | -0.018 | 0.211 0.143

-0.258 -0.282 -0.242 | -0.114 -.498 0.266 0.144 0.182 | -0.238

(N) 0.172 -0.061 -0.009 | -0.104 | -0.146 | -0.159 | 0.214 0.311 | -0.094

(kPa) 0.018 -0.078 -0.039 | 0.003 0.307 | -0.312 | -0.274 | 0.259 0.188

ODK /Pa/ -0.104 -0.140 -0.131 | 0.249 | -0.157 | -0.249 | 0.314 0.244 | -0.253
ODK /Ta/ 0.320 0.157 0.200 | -0.030 | 0.063 | -0.161 | 0.296 0.217 0.003
ODK /Ka/ 0.310 0.280 0.270 0.238 0.105 | -0.005 | 0.179 | -0.274 | -0.061

0.031 0.151 0.149 | .0547™ | -0.241 | 0.021 0.113 | -0.118 | -0.350

-0.029 -0.001 -0.027 | -0.071 | -0.144 | 0.052 | -0.166 | 0.105 0.099

** p<0.01
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2 2 p-value
Bacteroidota 3536 = 6.53 32.05 = 6.36 0.01
Bacillota 5255 + 10.68 5550 =+ 7.94 0.24
Actinomycetota 546 += 338 543 = 459 0.40
Pseudomonadota 438 = 4.05 578 = 477 0.06
Fusobacteriota 144 = 419 083 = 282 0.65
020 = 0.39 053 = 134 0.77
(o4 Shannon 6.20 = 0.76 6.29 = 052 0.79
68.68 + 1209 6948 + 1145 0.51
0.67 = 0.05 067 = 0.05 0.48
2605 = 991 2413 = 7.24 0.46
Faith's Phylogenetic Deverity 2511 = 751 2579 = 647 0.54
Bifidobacterium & (£ 74 X XH) 349 = 303 333 = 351 0.59
Lactobacillus 029 = 111 0.89 =+ 2.72 0.10
Clostridium butyricum 1186 = 504 1292 = 553 0.30
Clostridium 055 = 051 068 = 0.87 0.96
0.33 0.87 0.16 0.35 0.91
Faecalibacterium 530 = 334 584 = 319 0.30
400 = 587 397 = 6.23 0.63




B =-0.27,95

OF Bacteroidota

-6.25 to -0.86 OF
Bacteroidota
x4 BERFEATOBR
B 95.0%
B

0.05 -0.21 0.32 0.66
, 1 -0.14 -4.66 1.05 0.21
1 -0.05 -0.76 0.46 0.62
BMI 0.02 -0.44 0.53 0.85
OF5 O0: , 1 -0.27 -6.25 -0.86 0.01
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