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Development of a new design method for artificial nucleic acids
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In this study, we proposed a novel design method for artificial nucleic acid
aptamers, in which the modification groups are selected by considering not only the affinity with

the specific interaction site but also the non-specific interaction with the target surface by using
exhaustive docking to the target protein, and the SELEX method is implemented using the artificial
nucleic acid with the selected modification groups. We synthesized artificial nucleic acids
introducing fragments selected by docking and succeeded in obtaining a library that binds
specifically to IL-6R.
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