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Analysis of jasmonate-signaling involved in the regulation of isoquinoline
alkaloid biosynthesis in California poppy
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It is quite important to establish an efficient supply system for plant
secondary metabolites (specialized metabolites), which are pharmaceutically important raw materials
including alkaloids, terpenoids, and phenylpropanoids. The production of isoquinoline alkaloid (1QA)

is induced by jasmonate (JA), one of the plant hormones. In this study, we tried to elucidate the
detailed regulatory mechanisms of IQA biosynthesis induced by JA.
California poppy (Eschscholzia californica) produces various I1QAs. The expression of 1QA
biosynthesis in California poppy is reported to be regulated by a unique-type of bHLH transcription
factors (TFs) and AP2/ERF TFs. In addition to these TFs, we isolated homologous genes of COIl, JAZ,
and MYC2, which are core components of JA-signaling, and revealed the signaling cascade of COI1,
MYC2, and other TFs.
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