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Do mass flowering crops and eusocial bees contribute to the spread of pathogens
among bees?
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Some pathogens of flower-visiting insects such as wild bees, which provide
essential pollination services for food production and other purposes, are known to be horizontally
transmitted on flowers. This study provides insight into the mechanisms of the spread of pathogenic
microorganisms within communities of flower-visiting insects by revealing the change in the
community composition of microbes on flowers followed by visitations by large insects, the
resemblance of microbes on the body surfaces of flower-visitors and on flowers, as well as
elucidating some of the mechanisms in which pathogenic microsporidia of honeybees spread among nest
mates.
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