2021 2023

A genetic basis for differences in environmental stress tolerance in Acropora
species
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In this study, 1 focused on the Acropora digitifera, which inhabits the
Ryukyu Archipelago, and a population that is reported to be a cryptic species, inhabiting slightly
deeper water and stronger waves, and searched for genes involved in such differences in habitat.
Analysis of the resequencing data suggested that the presence or absence of a gene for a type of
heat shock protein differs between the two populations and that a gene for a protein known to be
involved in the receptor of high temperature in many animal species may differ between the two
populations.
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