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The mechanisms of bacterial community formation in paddy soil were
investigated. The results suggested that paddy soil bacterial communities are generally robust
against increases in organic matter, such as compost and rice straw commonly applied to farmland,
and not readily degradable humic acids that remain in the soil for long periods. These communities
converge to a certain balance characteristic of each soil type, reflecting its chemical and physical

properties. Additionally, a two-layer structure pot was developed to evaluate the impact of
differences in bacterial communities between soils on rice growth. It was revealed that the
differences in bacterial communities between soils could directly influence the formation of rice

root endophytic communities.
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