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In this study, we started with the aim of clarifying the relationship
between the disturbance of the gut microbiota in the SARS-CoV-2 (severe acute respiratory
coronavirus 2) infection and the development of colon cancer. As a result, we did not detect any
disturbance in gut microbiota after SARS-CoV-2 infection. However, during the course of this
research, a phenomenon called cellular senescence was induced in the lungs, which are the main
organs infected by the SARS-CoV-2, and became one of the causes of the inflammatory response that
persisted even after the virus was eliminated from the body. It was made clear that such a
phenomenon may be part of the pathological condition of sequelae that continues even after recovery
from COVID-19, called Long COVID, which is currently a global problem.
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