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Transient and weak molecular interaction have been shown to involve in
formation of nuclear domains, significantly advancing our understanding of their formation
mechanisms. On the other hand, the molecular functions of these nuclear domains within cells remain
largely unclear. 1In our research, we employed the proximity labeling method, which allows for the
sensitive detection of transient and weak molecular interactions, to identify molecules that
interact with the PML body, a representative nuclear domain. Previous studies have demonstrated that

PML body plays a role in transcriptional activation of specific gene clusters. Through our
analysis, we discovered several factors involved in gene transcription related to the molecular
mechanism of PML body.
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