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Cancer cells continuously induce abnormal cell migration despite low
nutrition and hypoxia stress conditions. However, how cancer cells turn on continuous cell migration
under stress conditions remains a mystery. We have identified a novel energy system that regulates

cell migration by compartmentalizing intracellular energy metabolism. This study focuses on the
metabolic compartmentalization of energy metabolism to elucidate the molecular mechanism of
sustained cell migration of cancer cells, which may provide new possibilities for developing cancer

therapy strategies.
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