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Structural study of cohesin and HORMAD1 in meiotic chromosome axis formation

Kikuchi, Sotaro
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The aim of this study was to clarify the steric structure of Human HORMAD1
using X-ray crystallography and to analyze its interaction with cohesin biochemically and cell
biologically to obtain the structural basis of HORMAD1 in meiosis. We succeeded in preparing highly
purified human HORMAD1 using an E. coli expression system and obtained sufficient yield for X-ray
analysis, but did not obtain crystals for structural analysis. It was suggested that HORMAD1 had
multiple conformations during the purification process, which may have affected crystallization.
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