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Development of Machine Learning Algorithm Encapsulating Probability Distribution
of RNA Secondary Structure

Terai, Goro
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Due to recent advancements in eerrimentaI techniques, large-scale data on
biological phenomena involving RNA secondary structures have become available. In this study, we
developed methods to extract important secondary structures and train predictive models from data
consisting of RNA sequences and their activity. By applying these methods to multiple datasets with
different properties, we demonstrated the versatility of our approach.
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