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Development of analysis method for thalidomide-dependent interactome using
proximity-dependent biotinylation enzyme
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We established analysis method for analysing molecular glue
degrader-dependent interaction by fusing AirlD, proximity-dependent biotinylation enzyme, to E3
ubiquitin ligase. We also showed that AirID-CRBN thalidomide- or thalidomide derivatives-dependently

biotinylated neosubstrates. Furthermore, we showed that combination AirlID and mass spectrometry
enable us to comprehensive analysis, and that this method reflected well-known neo-substrate
selectivity of thalidomide derivatives. Importantly, we identified novel neosubstrates involved in
haematological cancer using this method.
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