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Triad3 is a ubiquitin ligase composed of a Cue domain and an RBR domain. The
Cue domain is involved in ubiquitin chain recognition and the RBR domain is involved in ubiquitin
ligase activity. In this study, we determined the minimum domain required for ubiquitin recognition
in Triad3. We also determined the ubiquitin chain selectivity of the Cue domain. Furthermore, we
optimized the purification and crystallization conditions of the Cue domain and the ubiquitin chain
complex and obtained data at 2.79angstrom. For the RBR domain, we increased the molecular weight by

fusing a scaffold protein and obtained images of protein particles by cryo-EM.
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