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Elucidation of salicylic acid-responsive transcriptional mechanism in plant
immunity
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To reveal salicylic acid-responsive transcriptional mechanism, we analyzed
the NPR1-SNI1 complex and found that NPR1 and SNI1 could form a complex via the repressor WRKY
transcription factor. Then, we performed chemical screening (5020 compounds) to find compounds that
dissociates SNI1-WRKY interactions. Since these results are important not only for basic research
but also for agricultural use, the ripple effect is expected to be large.
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