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Elucidation of the virulence factor transport mechanism of Entamoeba histolytica
based on the retromer complex
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This study, which aims to elucidate the functions of retromer constituents
that have diversified in Entamoeba histolytica, has clarified several constituent-factor-specific
functions. Notably, Vps35-1 regulates the recruitment of retromers to phagocytic vesicles, and
Vps35-2 regulates the activity of secreted cysteine proteases, which are virulence factors. is. In
addition, each component forms a different retromeric core complex, and the different core complexes

form dimers to tetramers. This study revealed the organization of a highly complex complex of
retromers and their distinct functions, especially Vps35-1 and Vps35-2.
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