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The analysis for virulence factors of the legionella pneumophila strains with
highly pathogenicity
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i i Survival analysis by Gallelia mellonella_sg?gested that closely related
isolates of Legionella pneumophila, such as ST138 strains, are similarly toxic to hosts including

human.

The better part of candidate virulent genes chosen by whole genomic analysis and survival analysis
using Gallelia mellonella were metabolizing enzyme genes, including Transcriptional repressor SmtB,
Thioredoxin reductase or 3-hydroxyacyl-[acyl-carrier-protein] dehydratase FabZ.
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1 Allen, Jonathan P., et al., PNVAS, 117 (12) 6811-6821, (2020).
2 Harding, C. R., et al., J Vis Exp, 81 81, (2012).
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L. pneumophila ST
gene rho product
GEvl 0.259 hypothetical protein
GEv2 0.259 hypothetical protein
GEv3 0.246 hypothetical protein
GEv4 0.234 Transcriptional repressor SmtB
GEv5 0.234 Thioredoxin reductase
GEv6 0.234 hypothetical protein
GEv7 0.234 Ferredoxin
GEv8 0.234 hypothetical protein
GEv9 0.234 hypothetical protein
GEv10 0.228 hypothetical protein
GEvl1 0.228 hypothetical protein
GEv12 0.227 3-hydroxyacyl- [acyl-carrier-protein] dehydratase FabZ
GEv13 0.227 Nicotinate-nucleotide adenylyltransferase
GEv14 0.227 Lipoteichoic acid synthase 1
GEvl15 0.227 hypothetical protein

Rho Product
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