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Elucidation of the pathogenic mechanism of SARS-CoV-2 via autophagy
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Symptoms of SARS-CoV-2 infection vary widely. Some infected patients are
asymptomatic, and others develop severe acute respiratory symptoms. Recently, genome analysis of
SARS-CoV-2 isolated from asymptomatic and severely infected patients revealed that severely infected

patients have mutations in nsp6, which is involved in induction of autophagy. In this study, we
generated nsp6 mutant strains of SARS-CoV-2 by reverse genetics and examined their proliferative and
pathogenic properties using cultured cells and hamsters.
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