2021 2023

Multi-omics analysis of ovarian cancer using a stepwise tumorigenesis model
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We established a stepwise tumorigenesis model of high-grade serous ovarian
carcinoma (HGSOC) and conducted integrated epigenetic analysis using RNA-seq, ATAC-seq, and
ChlP-seq. Our analysis revealed activation of AP-1 family transcription factors (TFs) and
inactivation of GATA family TFs during the transition from cell-of-origin to cancerous cells in the
process of ovarian cancer development. Dysfunction of these TFs was implicated in promoting invasion

and metastasis of ovarian cancer through epithelial-mesenchymal transition in the early stages of
tumorigenesis. Treatment with a MEK inhibitor was found to partially reverse these epigenetic
abnormalities. These findings hold promise for contributing to the early detection and treatment of
HGSOCs.
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