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Analysis of the carcinogenesis with GAPPS patients
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We included 7 GAPPS families (16 patients) in the analysis. Median age was

43.5 (18-84) years old and male was 7. 8 patients had gastric cancer (stage 1/11/1V=3:1:4). Germline

analysis of the APC gene were performed with direct-sequencing method, and thus 14 patients had the

point mutation of APC exon 1B. Genomic carcinogenesis analysis with biopsy specimen of normal
mucosa, dysplasia and adenocarcinoma demonstrated that the gene A, B and C were associated with
carcinogenesis of GAPPS patients. In particular, gene A was variously muted in each specimen,
therefore that revealed the relation to carcinogenesis. On the other hand, chromosomal analysis
demonstrated that chromosomal abnormality was also associated with carcinogenesis. Organoids were
established with the particular growth factors.
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